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Education
Ph.D, 2000 (Biochemistry & Molecular Biology), Jadavpur University, Calcutta, India.
M.Sc, 1993 (Physics),  Indian Institute of Technology, Kharagpur, India.
B.Sc, 1991 (Physics Honors.) Calcutta University, Calcutta, India.
Academic experience
2020- till date 	Professor, Department of Chemistry, Bose Institute, Kolkata, India.
	(Mentoring Ph.D scholars and Master's students for their dissertation research, publishing articles on scientific findings, writing research grants for extramural funding, teaching master's students in life science)
2015 - 2020	Associate Professor, Department of Chemistry, Bose Institute, Kolkata, India.
	(Mentoring Ph.D scholars and Master's students for their dissertation research, publishing articles on scientific findings, writing research grants for extramural funding, teaching master's students in life science)
2009 - 2015	Assistant Professor, Department of Chemistry, Bose Institute, Kolkata, India.
(Mentoring Ph.D scholars and Master students for their dissertation research, publishing articles on scientific findings, writing research grants for extramural funding, teaching master's students in life science)
2007- 2008	Research Specialist II, Howard Hughes Medical Institute, Waksman Institute, Rutgers University, Piscataway, NJ-08854.
(Conducting research on various projects to understand the fundamental mechanism of transcription and  RNA polymerase –inhibitors interactions)
2005 - 2007	Research Specialist I, Howard Hughes Medical Institute, Waksman Institute, Rutgers University, Piscataway, NJ-08854.
(Conducting research on various projects to understand the fundamental mechanism of transcription and  RNA polymerase –inhibitors interactions)
2000 - 2005, 	Postdoctoral Associate, Howard Hughes Medical Institute, Waksman Institute, Rutgers University, Piscataway, NJ-08854. (advisor: Dr. Richard H. Ebright).
(Conducting research on various projects to understand the fundamental mechanism of transcription and  RNA polymerase –inhibitors interactions)
1994 -1999, 	Research Fellow, Department of Biochemistry, Bose Institute, Calcutta, India. (Conducting research for Ph.D dissertation)

Management Services:
· Vigilance Officer					2022-2024
· Radio Safety Officer 					2017- till date
· Chairman of Purchase Committee 			2020 - 2022
· Chairman of CIF 					2021 - till date
· Member of Unified Academic Affairs Committee	
· Member of Library Committee
· Member of Security Committee
Awards
Howard Hughes Medical Institute Postdoctoral Associate, 2000.
Council of Scientific and Industrial Research (Govt. of India)  predoctoral fellowship, 1994-99.
Graduate Aptitude Test Examination, 1993.
National Scholarship, 1988.
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Book Chapter

Mechanism of transcription in prokaryote. Nova science publishers, Inc, (2013)  Hauppauge, NY, USA.

Patents
1. Ebright RH, Mukhopadhyay J, Simenova E, and Severinov K (2013): Non-MccJ25 related lariat peptide inhibitors of bacterial RNA polymerase: Patent: US8354246B2

Research support
Department of Bio-Technology, Govt.of India   				17/6/2010- 16/6/2013
PI: Jayanta Mukhopadhyay
Goal: To identify the genes regulated by Mycobacterium tuberculosis sigma factors.

Department of Bio-Technology, Govt.of India   			       14/10/2013- 13/10/2016
PI: Jayanta Mukhopadhyay
Goal: Characterization and design of inhibitors of Mycobacterium tuberculosis transcription

[bookmark: _Hlk207631323]CoPI in DBT cluster project: System Medicine,                                           2016-2021
Department of Bio-Technology, Govt.of India   				      Jun 2013-2016
‘In vitro study of input-output robustness of MprAB signalling pathway in Mycobacterium tuberculosis’. Joint project by Dr S Banik, Dr J Mukhopadhyay and Dr M. Kundu
Department of Science and Technology, Govt.of India   			  Mar 2016 – 2019 
Evaluating the sensor kinase MtrB of Mycobacterium tuberculosis as a regulator of bacterial physiological responses, and as a potential target for therapy. 
PI : Prof. Joyoti Basu, CoPIs : Manikuntala Kundu, Jayanta Mukhopadhyay 
Science and Engineering Research Board, Department of Science and Technology, Govt of India. 									          01/10/2018- 30/09/21
Evaluating the role and mechanism of function of delta factor of Bacillus subtilis. 01/10/2018- 30/09/21.
CoPI Indo Swiss Project: 							2018-22

Next-generation advanced therapies for fighting β-hemoglobinopathies via rational intervention in -globin regulatory network

CoPI in  IRPHA, SERB/IPA/2020/000414 				            2020-2025

Setting up a state to the art CryoEM Regional/National Facility in Eastern Region at Bose Institute. Transforming the Structure-Guided Drug Discovery and Therapeutics Research.



