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EDUCATIONAL QUALIFICATIONS
1981
Ph.D., X-ray Crystallography, Indian Institute of Science, Bangalore

1976
M.Sc., Organic Chemistry, I.I.T., Kharagpur (1st class with 1st rank)

1974
B.Sc., Chemistry, Physics, Mathematics, Gauhati University (1st class with 1st rank)

PROFESSIONAL EXPERIENCE
2018 June-
J C Bose National Fellow, Bose Institute, Kolkata

1997-18
Senior Professor (since 22-12-05, Prof. since 2003), Bose Institute, Kolkata.

1990-97
Senior Scientist, In-charge of the X-ray Diffractometer Facility, National 


Chemical  Laboratory, Pune.

1989-90
Research Fellow, California Institute of Technology, Pasadena.

1984-89
Research Associate, Professor D.C. Rees, University of California, Los Angeles. Worked on the structure of iron protein involved in nitrogen fixation.

1982-84
Post doctoral Fellow, Professor M.G. Rossmann, Purdue University. Worked on the structure of lactate dehydrogenase from a thermophilic bacteria.

1981-82
Post doctoral Fellow, Professor J.D. Dunitz, Swiss Federal Institute of  Technology. Worked on electron density calculation using low-temperature X-ray data and structural analyses using the Cambridge Crystallographic Data Base.

1976-80
Graduate Student, Professor K. Venkatesan, Indian Institute of Science. Worked on small molecule crystallography.

HONOURS AND AWARDS

The Jagadis Chandra Bose Medal, INSA (2016)

Distinguished Alumnus Award, IIT Kharagpur, 2012
Fellow, TWAS (The World Academy of Sciences), 2011
The Bires Chandra Guha Memorial Lecture, INSA (2011)

Fellow, West Bengal Academy of Science and Technology
JC Bose National Fellow (2007-)

Fellow, Indian National Science Academy, 2006.
Fellow, Indian Academy of Sciences, 1998
Fellow, The National Academy of Sciences, 2006

Member, Guha Research Conference

Member, Chemical Research Society of India

P.S. Sarma Memorial Award for contributions in the field of Biochemistry and Allied Sciences, by the Society of Biological Chemists (2004)

Prof. Y.T. Thathachari Prestigious Award for Science 2005 (http://www.bhramara.org/)

Guha Research Medal for the best thesis (1981-82) in the Dept of Organic Chemistry, IISc


Ajit Memorial Lecture, Indian Association for the Cultivation of Science (1994)

ADMINISTRATIVE RESPONSIBILITIES


Chairman, Department of Biochemistry, Bose Institute (July 2004 – July 2006, July 2010 – July 2012; May 2014-June 2018)

Scientist-in-Charge, Bioinformatics Centre, Bose Institute (1998-2002, 2004-June 2018)

OTHER PROFESSIONAL ACTIVITIES

· President, Asian Crystallographic Association (2013-2016).
· Vice-Chair, International Program Committee, 24th Congress and General Assembly of IUCr, Hyderabad (August 21-28, 2017).

· Member, UG/PG Board of Studies, Department of Biotechnology, Pondicherry University (2014- ); Department of Biological Sciences, Presidency University, Kolkata (2015-19).
· Member, Advisory Committee, NIPER-Kolkata (2013-2016).

· Member of the Faculty, NIBMG Fellow and YBA Selection Committee of National Institute of Biomedical Genomics (2013-2016).

· Member, Advisory Board of Journal of Molecular Recognition (2013-)

· Member, Scientific Advisory Committee, National Centre for Cell Sciences (2011-2013).
· Vice President, Asian Crystallographic Association (2010-2013)

· Chairman, National Committee of the International Union of Crystallography (2008-2011).

· Member, National Assessment and Accreditation Council (an autonomous institution of the University Grants Commission) (2009-10).

· Member, Task Force on Bioinformatics, Department of Biotechnology (Govt of India) (2004-2013).
· Member, The Wellcome Trust-DBT India Alliance’s Senior and Intermediate Fellowships Selection Committee (2009-2012).

· Member, Department of Science and Technology (Govt of India) Programme Advisory Committee in Organic Chemistry (2000-2003, 2007-2012).

· Member, Indian Crystallographic Association.

· Member, Society of Biological Chemists (India)

· Member, The Chemical Research Society of India

· Member, Indian Biophysical Society
· Organizer/chairman/speaker of various national and international symposia held in different cities in India.

· Scientific Consultant, SilicoGene Informatics Pvt. Ltd, a Chatterjee Group Company (2003).

INTERNATIONAL ACTIVITIES

· Projects with Prof. J. Janin, CNRS, Gif-sur-Yvette (2000-2003), and with Prof. Charles Robert, Institut de Biologie et Biophysique Moléculaire et Cellulaire, CNRS UMR 8619, Bât. 430, Université Paris-Sud 11, 91405, Orsay (2009-2012), both supported by the Indo-French Centre for the Promotion of Advanced Research.

· Visiting Professor, Université Paris-Sud, Orsay (May-June, 2000; May-June, 2003, July-August, 2006).

· Nodal representative (from India) for the International Network of Protein Engineering Centres (INPEC).

· Member, International Program Committees of AsCA2009, Beijing and AsCA2010, Busan.

· Member, International Program Committees of IUCr 2014, Montreal.

· Vice Chair, International Program Committees of IUCr 2017, Hyderabad.
RESEARCH INTEREST
Understanding the structure and folding of proteins and their interactions with other molecules, large and small, and nanoparticles using biophysical techniques (especially, X-ray crystallography), modelling and database analysis. Some specific topics are:
· Identification of stabilizing interactions (like CH((, CH(O, electrophile(nucleophile, aromatic(aromatic etc.) and their implications in protein structures and function
· Analysis of protein conformation and identification of structural motifs
· Protein folding, threading and prediction of structures

· Molecular modelling and dynamics to understand protein function
· Molecular recognition, protein-protein/DNA complexation and ion-binding by proteins

· Biophysical studies on proteins from phage lambda and Vibrio cholerae
· Design of peptides with specific structure 
· Structural bioinformatics and development of algorithms
· Vibrio cholerae proteomics
· Interaction of nanoparticles with proteins and their antibacterial effect. 
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